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sterile 6, 8
tube 51, 55, 59, 60, 61, 65, 66, 67, 68, 69, 71,
72,117,173
tube growth 6, 39, 45, 55, 63, 64, 65, 67, 68,
69,70,72
tube length 64, 66
viability 63, 64
pollen-pistil interaction 59, 65



pollination 4, 38, 60, 63, 65,71, 114, 119
polyamine oxidase 110
polyamines 83, 88,109, 110, 111, 112, 113,
114,116, 117,118,119
polymorphism 19
potassium (K) 36, 37, 39, 40, 42, 43, 44, 45,
85,115
concentration 43
deficiency 40, 45
precocious germination 135

primary wall 163, 176, 177, 178, 179, 180, 181

remodeling 179
synthesis 182
productivity 8, 81, 196, 199, 204
progamic
phase 59, 60, 61,71, 72
protease 146
protein 30, 45, 85, 87, 90, 133, 135, 136, 138,
142, 143, 144, 145, 146, 149, 168, 169,
170, 173,174,176, 177, 178, 180, 182,
193, 196, 197, 200, 201
ACO 85
ACS 85
actin-modifying 176
chloroplast 84, 87
cytoskeletal 169
formin 180
phosphate synthase 182
purification 146
recombinant 146
SOD 173
soluble 147
transgenic 145
proteomic 149, 172,177, 183
putrescine 88, 109, 119
pyruvate 140

Q

QTL 18,19, 20, 177, 199, 201

quantitative
genetics 21
trait loci 18, 19
quantum
efficiency 67, 81, 94
yield 67

R

raceme 195
radiation use efficiency 17, 27, 29
raffinose 139
rate of flower movement up the stem 8
rate of new node production 8
reactive oxygen species (ROS) 39, 67, 90, 114,
168,171,172, 173,174, 181, 183
redistributed 40, 42, 43
redistribution 35, 37, 42, 43, 45, 145
of nutrients 42, 45
reduced tillage 45
remobilization 29, 30, 42
remobilized 31
reproductive
branch 3, 4, 81
development 13,17, 51, 55, 59, 60, 62, 63,
69, 86, 88, 89, 109, 114, 115, 116, 117,
118,119, 196, 198
dry matter partitioning 22
growth 15, 16, 25, 28, 31, 38, 93, 198, 199,
201
morphology 1
node 93
organ 1
partitioning 28
phase 43,93
sink 25, 30, 31
structure 5, 20, 28, 59, 71, 85, 109, 193, 201
success 67, 69
thermostability 39
thermotolerance 67, 68, 69
tissue 63, 65, 67, 69, 136



reproductive-to-vegetative ratio 15
respiration 52, 87, 92, 93, 94, 180
alternative 87
conventional 87
rates 54
reversion to vegetative growth 8
RFLP marker 148
ribulose bisphosphate carboxylase/oxygenase
30
root 1,9, 13, 28, 35, 45, 83, 84, 85, 88, 111,
113, 136,138,173, 175,178
growth 45, 83,91
rotation crop 45
Rubisco 30, 81, 87, 118
rubisco activase 81

S

S-adenosylmethionine (SAM) 110
salicylic acid 83, 87, 88
salicylichydroxamic acid 173
salinity 45,115,119
seasonal stresses 9
secondary metabolites 138
secondary thickening 7
secondary wall 173

cellulose 163, 182, 183

synthesis 163, 173, 182

thickening 164, 165, 180, 181, 182
second axillary sympodia 3

seed 40, 42, 45, 60, 61, 62, 67, 71, 83, 84, 89,

90, 112,113,133, 134, 135, 137, 138,
139, 140, 141, 142, 144, 145, 146, 147,
148, 149, 163, 164, 167, 179, 183, 193,
198, 200

abortion 139

biomass 142

coat 133,134, 135, 138, 139, 164, 168, 193

cotton 40, 43, 44, 81, 94

desiccation period 145

development 62, 63, 133, 135, 136, 137, 138,
139, 149

fertilization 115, 116

fiber 133

fiberless 166

formation 45, 61, 136, 149

germinating 146

germination 51, 55, 84, 85, 87, 135

growth 135

kernel 135, 147

lipid 141

mass 80

maturation 139, 143

metabolism 149

naked 168

number 6, 61, 62, 80, 89, 119, 139

oil 142

oil content 141, 142

per boll 61, 62, 89, 202

production 62, 149, 198

protein 136, 144, 145

reserves 150

set 61,69,71,88,118,119

size 89

storage 138

storage compound 138

storage protein 143, 145

surface 80, 89

tissue 146

trichomes 167

viability 136

weight 62, 141

yield 202
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seedling establishment 51, 55
senescence 83,87,112,113,118
premature 45
sesquiterpene 146
pathway 147
sexual reproduction 59, 60, 62, 63, 71
shade 28, 67,91
shedding. See abscission
side dressing 43
signaling pathway 136, 164, 171, 174
signal transduction pathway 83, 85, 135, 136
singlet oxygen (O27) 90
sink 29, 31, 42,79
activity 28, 29
demand 29
secondary 31
size 29
strength 28, 139
vegetative 28
slow release
fertilizer 44
nitrogen (N) 44
sodicity 45
soil
fertility 44
osmotic stresses 82
water deficit 82
solar radiation 25, 27, 28

soluble

protein 30

storage carbohydrate 139
somatic

embryo 137,138

tissue 147
source

activity 28

water 7
source-sink 92
source-to-sink 25,27, 28, 29
specific leaf weight (SLW) 26, 93
spectral characteristics of deficiencies 43
spermidine 109

sphingolipid 175
square 4,7, 8, 16, 18, 28, 42, 52, 53, 61, 80,
81,93
stachyose 139
stamen 111
starch 53, 69, 92, 134, 138, 142, 164, 169
biosynthesis 142, 169
stearic acid 140, 142, 143
stearidonic acid 143
stem 1,7, 8, 28, 44, 45, 53, 83, 84, 92, 165,
195, 203
main 4,79,111, 194
reserves 42
tissue 92
sterculic acid 141
stigma 6, 60, 63, 64, 65
stigmatic receptivity 65
stipule 1, 4,7
stomata 85, 86
stomatal
aperture 52,117
closure 27
conductance 27,52, 81, 93, 94
storage
lipid 135, 141
lipids 135
protein 134, 135, 137, 143, 144
protein vacuole 143
reserve 133,138, 141
stroma 139
style 53,60, 61, 64, 65, 67, 69,70, 111
sub-okra 21
subtending leaf 29, 65, 67, 68, 92, 194, 202
photosynthesis 65, 67, 69, 72
sucrose 7, 53,69, 70, 93, 138, 139, 140, 164,
182, 183
phosphate synthase 139, 182, 183
synthase 138, 164, 182
sufficiency 37
sulfokine 88
sulfur (S) 36, 37, 39, 42
sulphur 144, 145



sulphur-containing amino acid 145 thermosensitive 59, 67

sunlight 4, 27, 28, 30, 67, 91 cultivar 59, 68
superoxide dismutase 68, 90, 173 stage of reproduction 62, 63
Sus 138,139, 140 variants 67
sympodial 1,2, 10 thermospermine 109

axis 195 thermostability 39, 67, 68, 72, 117

branch 8,17, 29, 194 thermostable photosynthesis 67

growth 193, 196 thermotolerance

inflorescence 195 acquired 63

leaves 42 thrips 7, 8

unit 202 tissue 8, 29, 43, 59, 60, 61, 65, 67, 70, 83, 84,
sympodium 3,4, 5,6, 7,8, 9, 80, 92 85,87,92,110, 111, 112, 114, 138, 139,
synchrony 30, 31 140, 167, 193, 199, 200, 203
systemic acquired resistance 87, 88 culture 84
systemin 88 sampling 43

testing 44

T tonoplast 169

total soluble carbohydrate 70, 71

TAG synthesis 141
totipotency 115

TCA cycle 148
temperature 6, 8, 10, 25, 59, 61, 62, 63, 64, 65,
67, 68, 69, 72, 79, 80, 81, 82, 87, 93, 96,
116, 181
high 6, 8,27, 59, 61, 62, 63, 64, 65, 67, 68,
69,71, 81,92,96, 115, 116, 117, 118,
119, 181
low 6, 116, 181
monitoring system 82
optimal 64, 65, 69
threshold 67
tolerance 81

toxicities 35

toxicity 147, 148

trace nutrient 45

transcription 138, 166, 167, 170, 171
factor 136, 137, 141, 166, 167, 169, 176, 183,

196, 197

transcriptional regulator 183

transcriptome 140, 149, 170

transcriptomics 149, 172

trans fatty acid 142

transgenes 44, 89, 144

transgenic
temporal pattern 29
terminal 9. 110. 183. 194 cotton 139, 142, 164, 176, 178, 179, 180,
P 182,199

TERMINAL FLOWER 1 (TFL1) 195, 196
terpenoid 146, 147
aldehyde 138, 146

oilseed plant 146
seed 145, 147

tetraploid tral.ts_ 44 _ -
genotype 198 transitional primary wall remodeling 163,
179

textile industry 133
translation 110, 137, 166

translocation 7, 52, 54, 90, 110
translocator 139

thermal
optimum 82
stability 67
thermogenecity 87



transpiration 51
demand 27
stream 35
transporter 110, 136, 137, 139
plastidial 140
protein 35
transport of sugar 40
triacylglycerol 139
trichome 166, 167, 182
development 167, 169
triose phosphate translocator 139
triploid cell 133
tropistic responses 83
turgor 51, 169
potential 86
pressure 40, 83, 84, 163, 169, 177
reduced 164
TWIN SISTER OF FT (TSF) 196

U

ubiquitin ligase 170

UDP-activated rhamnose 178
UDP-galacturonic acid 178
UDP-glucose 138, 164, 182
UDP-rhamnose 178

uniformity 92, 163

Upland cotton 13, 22,27, 61, 62, 197
uppermost first-position flower 9
urease inhibitors 44

\Y%

vacuolar invertase 139, 169
vapor pressure deficit 27
vascular
connection 7,53, 135
tissue 134

vegetative 4, 7, 15, 22, 25, 28, 30, 35, 40, 42,
45,114,203
branch 1,2,4,7,8, 10, 81
components 42
development 4
growth 15, 52, 80, 84, 91, 193, 198, 199, 200,
202, 203, 204
node 2,93
photosynthesis 30
process 59,71
ratio 15
reproduction 13
structures 194
tissue 39, 63,70, 118, 136
weight 93
vegetativeness 194
vernalization 203
vernolic acid 143
vertical flowering
index 18
interval 60
Verticillium dahliae 147
viability 10, 63, 64, 136
vicilin 143, 144
virus-derived vectors 200
virus-induced
flowering (VIF) 200, 204
gene silencing (VIGS) 200

w

wall deposition

primary 179

secondary 40, 179, 180, 181, 182
wall synthesis

secondary 163,173, 180, 181



water 7, 25, 35,43, 51, 52, 53, 54, 55, 68, 82,
86, 92, 96, 117, 145, 163, 169
content 52,53, 135
deficit 51,52, 82,115
potential 7, 54, 85
stress 35, 51, 52, 53, 54, 55, 80, 82, 85, 86,
87,91, 93,96, 115, 116, 117
supply 52, 53, 54, 96
water-deficit stress 27, 51, 52, 53, 54, 55, 86,
93,94, 115,117
weed competition 44
white flower 15, 16, 20, 53, 60, 111
wounding 87

X

Xanthomonas axonopodis 147
Xanthomonas campestris 147
xylem 7, 54, 83, 182, 183
conducting cell 182
sap 35,110
system 84
xyloglucan 176,177, 178, 179
modification 178

Y

yield 3, 15,17, 21, 22, 25, 27, 31, 35, 37, 38,
43, 44, 53, 54, 59, 61, 62, 67, 79, 81, 85,
88, 89, 90, 91, 92, 93, 109, 111, 117,
118, 119, 140, 142, 148, 198, 203
production 28, 30, 31
yield-fiber quality relationships 22

Z

zygote 60, 71, 133, 134, 135, 137
zygotic

differentiation 134

embryo 137












