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DEVELOPMENT OF CORE SSR MARKERS FOR GOSSYPIUM GERMPLASM CHARACTERIZATION
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Abstract

A set of 105 portable DNA markers were carefully developed to provide a common basis for systematic
characterization of cotton germplasm collections in the U.S. and throughout the world. The 105 PCR-based SSR
markers of different origins were evenly distributed on each of the 26 cotton chromosomes with every chromosome
arm having 2 markers at approximately 30 cM intervals. Each of these markers was examined on a standardized
germplasm panel consisting of 12 diverse Gossypium genotypes. This set of DNA markers is presented to serve
asan initial set of core DNA markers for globa germplasm characterization. The initial core set can be modified
and expanded as new DNA markers such as SNP markers are developed, characterized, and located in the cotton
genome.
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