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Abtract 
 
 

All of Gossypium species are about 51 species including 46 diploid species (2n=26)which belong to  8 
chromosomes �A B C D E F G K�. The relationship of evolution among these 8 chromosomes is a 
complicated academic problem. This paper reports the result of the evolution relationship of  Gossypium 
diploid species which include 26 accessions being part of  7 chromosomes �A B C D E F G� by RAPD 
analysis.  Cluster shows that all of these 26 accessions are strictly clustered by origin center of Africa-Asia, 
America and Australia.  These 26 accessions are divided into 8 cluster groups:  �. G. herbaceum, G. 
herbaceum.acc. africanum, G.arboreum.  �. G.somalense, G. areysianum, G.incannum. �.G.anomalum, 
G.capitis-viridis. �.G.longicalyx. �.G.thurberii, G.trilobum, G.davidsonii, G.klotzschianum,  G.raimondii, 
G.armourianum,G.haiknessii, G.aridium, G.lobatum, G.laxum.�.G.gossypioides.�. .G.sturtanum, 
G.nandewarense, G.bickii. �.G.robinsonii,G.australe,G.nelsonii. evolution relationship analysis suggests 
that A chromosome or its prototype is the progenitor of all Gossypium diploid species. 
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